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VIROLOGY OF SARS CORONAVIRUS
Teruo KIRIKAE

Abstract A novel corona virus, SARS-corona virus was discovered in association with cases of severe
acute respiratory syndrome (SARS). SARS-CoV is an enveloped RNA virus with characteristic
spikes like other corona viruses. Genome sequence analysis revealed that SARS-CoV belongs to a
group different from previously known corona viruses. Anglotensin-converting enzyme 2 (ACE2)
were found to be a functional receptor for SARS-CoV. The origin and natural reservoir of SARS-
CoV should be identified and the development of vaccine and anti viral compounds against the virus will
be required for successful control of the global SARS epidemic.

(Key Words : SARS-CoV, corona virus, genome, natural reservoir, a receptor for SARS-CoV,
Angiotensin-converting enzyme 2 (ACE2))
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